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Supplementary Figures 

Supplementary Figure 1. Flow cytometry and RT-qPCR analysis of germ cells 

and somatic cells.  
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Supplementary Figure 2.  RT-qPCR analysis for germ cell specific and soma transcripts.  
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Supplementary Figure 3. Ultra-deep sequencing quality.  
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Supplementary Figure 4. RNAseq of human primordial germ cells (PGCs).  
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Supplementary Figure 5. 2-D PCA of the respiratory electron transport chain 

complexes & gene expression correlation of hPGCs, soma and hESCs samples.  
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